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Abstract: The transcriptional regulatory network (TRN) is a biological network whose innate robustness is a function of its underlying graph
topology. In this presentation, I delve into my prior efforts to analyze TRNs as well as the current endeavors to leverage network motifs to
characterize their topology and robustness, gather knowledge about diseases and drugs, and infer significant genes and pathways from genomic
and clinical data. Later, I touch upon other project on the application of informatics tools for pandemic mitigation, where I focus on ongoing and
future efforts to design a unified framework for real-time data collection and behavioral recommendation. The goal is to fuse mobility schedules
and epidemiological parameters to inform human decisions and curb contagion.



